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protocols.io's mission @

Make it eagy to chare
method detaile before, during,
and after publication. o




Cancer Biology Reproducibility Project

- C @& cos.iofrpcb h % 0@ :

When preparing replications of 193 experiments from 53 papers there were a number
of challenges.

2% 70% 69%

experiments with open data of experiments required asking for key reagents of experiments needing a key reagent original
authors were willing to share

0% 32% 41%

of protocols completely described of experiments the original authors were not of experiments the original authors were very
helpful (or unresponsive) helpful
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protocols.io’'s mission

Experimental reproducibility
Scientific integrity and accountability
Data interpretability

Credit for method development
Method-based collaboration

Method preservation

e
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protocols.io’s platform @

e Collaborative development and refinement of
detailed, interactive and dynamic experimental
protocols.

e Archiving, organizing, exporting and copying/forking.

e Sharing and publishing.

e Protocol repository

e Collaborative workspaces
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Workspace, file manager, and editor
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Workspaces can be public or private @

Public workspaces Private workspaces




Workspace membership is customizable

Group profile page visibility ©®

QO wvisBLE ® INVISIBLE
The group profile page is visible on the site and Only you and the members of the group will see the
search results group

Group membership

OPEN TO ALL (O BYREQUEST (® BY INVITATION ONLY
Anyone may ask to join but you Only group admins can invite

Anyone may join this grour

ontrol who gets in new members

. Allow members to invite anyone to the group

Folder settings: ExampleGroup

Invitation link ®

https:/www.p iofiok p Access settings  Column settings

Prevent from sharing files outside of the group
Prevent from moving files outside of the group
Prevent from removing files

Disable ability to get DOI

Disable ability to publish

Disable ability to copy files to other storage providers
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Workspace, file manager, and editor
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Comment on U-251MG Spheroid Generation Using Hanging Drop Method Protocol (step 2)

Is this step supposed to be empty? Same for step 3

Protocol discussion Step 2

0 Gabriel Gasque

Jun 03, 2022

To test fork notification Version 2

Gabriel Gasque'
'protocols.io

Gabriel Gasque
Jun 03,2022 -+ 7@\ 8

Comment on Cémo hacer un protocolo nuevo (step 25)

Disregard, test comment

Protocol discussion Step 25

e Gabriel Gasque

Jun 03, 2022




Dynamic and interactive protocols

QS Workspaces / Gabriel's workspace / Protocol examples / Super-Resolution Single Molecule FISH at the Drosophila Neuromuscular Junction Q zﬂ G

You are currently
ERE] ~on e o B

[3.1 Larva Neuromuscular Junction... ]

® Super-Resolution Single Molecule FISH at the Drosophila [:]
3.2 Fixation Neuromuscular Junction +&
e —_— RNA 3 ¥ Forked from Super-Resolution Single FISH at the Drosophil lar Juncti
| 3.3 Hybridization Detection

J e e e | Joshua S. Titlow', Lu Yang', Richard M. Parton', Ana Palanca’, llan Davis'
"Department of Biochemistry, University of Oxford, Oxford, UK

3.4 Washing and Counterstain
1 Works for me

Gabriel Gasque
0 protocols.io .

Steps  Guidelines Warnings Materials Metadata

[3.5 Mounting ]

[3.6 Image Acquisition on the Spin...

(3.7 Image Acquisition for 3D-SIM

ABSTRACT
[3.8 Image Management Using the ... J

The lack of an effective, simple, and highly sensitive protocol for fluorescent in situ hybridization (FISH) at the

3.9 Image Analysis (See Note 7) Drosophila larval nev lar junction (NMJ) has hampered the study of mRNA biology. Here, we describe
our modified single molecule FISH (smFISH) methods that work well in whole mount Drosophila NMJ
rations to quantify primary transcription and count individual lasmic mRNA molecules in i
3.9.1 Find Foci | s Toarely ol e > y '

while maintaining ultrastructural preservation. The smFISH method is suitable for high-throughput sample
processing and 3D image acquisition using any conventignal microscopy imaging modality and is compatible

3.9.2 FISHQuant (Fig. 4c) with the use of antibody colabeling and transgenic fl protein tags in axons, glia, synapses, and muscle
cells. These attributes make the method particularly ble to super lution imaging. With 3D Structured
[3‘9.3 Imaris Spots (Fig. 4d) J lllumination Microscopy (3D-SIM), which increases spatial resolution by a factor of 2 in X, Y, and Z, we acquire
super-resolution information about the distribution of single molecules of mRNA in relation to covisualized
synaptic and cellular structures. Finally, we d the use of ial and open source software for
the quality control of single transcript expression analysis, 3D-SIM data acquisition and r ion as well
as image archiving g and p ion. Our methods now allow the detailed mechanistic and

of ag well as ahuindant mRNA< at the NM.1 in their annranriate callilar conteyt




Editor

&3 5 Example protocol

i

Steps D ipf di &

naall < | Detailed
0@ A Oy ® B oM ' %, ¢ £ B x @ eale
7 FIRST SECTION NAME Oom

om
/ O 1 Add W200ml reagentAto w5 ml

_ ) components
reagent B & stir vigorously for & 00:00:10
w m3

Amount Concontration  Temperature

EDITINGSTEP12 v ~ N + @ =

| ‘IA'I Placeat 24°C for G 00:30:

Granular editing
© n history

Duaton  Protocol
om
! 2 8 £ Y
¥ >,
@ 12 Put A Onice &leave G Overnigl
= Equipment Reagent Command

-  Concurrent

. o E S editing
R Caation Dataset Softwaro
£:2 Add ethanolamine to the solution and centrifuge <2100 («_npomm g
ﬂ Et Sataty
(Monoethanolamine, 2-

| -  Color coded

T - % section labels

- Step-by-step
— —— format




@ |} Steven Henikoff / Publications / Bench top CUT&Tag

® Benchtop CUT&TagV.2 ~

) Nature Communications

Hatice S Kaya-Okur’, Steven Henikoff'
'Fred Hutchinson Cancer Research Center

Works for me dx.doi.org/10.17504/protocols.io.z6hfIb6

Human Cell Atlas Method Development Community

2= Run
2 Steven Henikoff
— Fred Hutchinson Cancer Research

Forks

0 Private Forks

)]

Copy and fork

Search in comments

Tahmineh Kandelouei

0 Private Forks

l r. Setcion AUTETO WRD Aoy
30 Comments Versmn 3

Open All | |

Q 26

B
# pinned

Antibodies Online Gmbh

Version 4

Vefsnon 5

Antibodies Online Gmbh

Version 2 Versmn 3

Vefsqon 4

Version §

Version 2

Bench top CUT&RUN with
Antibodies Online Gmbh

25 Comments, Version 3

Open All | Collapse All




Version comparison

@ Lauren Ponisio / Publications / White Water Ranch Pollinator Enhancement Study Design Q L’ ‘

© White Water Ranch Pollinator Enhancement Study Design V.2

Lauren Ponisio’
TUniversity of Oregon

R 1 Worksforme 5 Share  dx.dolorg/10.17504/protocols lo.b3cBgizw

Jan 02, 2022 Ponisiolab

= oo °LauvenPonIsﬂo 4]
University of Oregon

¥r Bookmark

¥ Copy/ Fork

Steps Forks Metadata Metrics

ABSTRACT

Field protocol for Whitewater Ranch wildflower patch enhancement study

Questions
1 1. Can native, fl g plants d (g and flower within 1-3 years after seeding) in
clearcuts with minimal site prep?

2. What native shrubs can establish on road edges?
3. Is there an ion b plant and pl g inside burn piles or outside burn piles?
4. Does pecifi ition infl
S. Is there an effect of different site ch (slope, aspect, N:C ratio)?
6. Is there evidence of dispersal of seeds in subsequent years?

_ Study area

2 = White Water Ranch ~1,700 acres of mid elevation slopes in the Cascades, along the McKenzie River
(https://g.page/whitewater-ranch?share)
= Area was Doug fir plantations, most burned in the 2020 Holiday farm fire
= ~200 burn piles of varying size, easily accessible from roads, no map of locations



Share and publish

@ ) Super-Resolution Single Molecule FISH at the Drosophila Neuromuscular Junction ;ﬁ @ =

Steps Description  Guidelines & Warnings  Mat W All changes saved @

| EDITINGSTEP1 « ~ mmm + B = 3G A Get DOI T ®
Post draft

3.1 Larva Neur lar Junction Di i Om om
Publish
Video Is for Di hila larva d ion are available onlir larva dorsal side up on a 35 mm

[7] 71 Petridish filled half way with Sylgard, by placing pins atthe anteri  EXPOrt  » ends,

Delete

Oom
D “ Cover the larva with a few drops of saline buffer.
-
om
E] é Use microdissection scissors to create a small incision at the centre of the dorsal midline.
-
om

»

Extend the incision along the dorsal midline toward the posterior end, then from the centre towards the anterior end of
D 4 the larva, make the cuts as superficial as possible so as not to damage the underlying nervous system and muscle
tissues.

»

Carefully remove gut tissue by holding the trachea with forceps and cutting the tracheal attachments at each
D 5 abdominal segment. After cutting the trachea on either side the gut tissue and other organs can be carefully removed
s_ill at once. !gaxiqq}tﬁn_h_r»ain and nerves intact




Public content is searchable

Search microscopy x Q \_Q@ =

234 results for microscopy

Microscopy
Ricardo Quiteres’, Alvaro Cre:

2, Zach Hensel’, Federico Herrera'

Federico Herrera

Feb03,2021 - /N109 - [F 88

Search microscopy x Q

PUBLICATIONS WORKSPACES PEOPLE DISCUSSIONS REAGENTS SORT BY: RE

234 results for microscopy




A growing community of users and protocols @

Search

e Open access repository = {3 protocols.io Features Plans Blog Casestudy S iin | sionupFRee |
e All research disciplines
° [ ol :
Col Ia.boratlve.to Bring structure to your research
b ArCh|Ved & errored A secure platform for developing and sharing reproducible
methods.
biology chemistry computational workflows clinical trials S - '_:
operational procedures safety checklists instructions / manuals ] g 00:59:00 ot
Some Stats
CREATE FREE ACCOUNT
Total users:
>114,000
Total public protocols:
>12,000
Total private protocols: Featured protocols
| M e "3 -
>40,000 e NN N | ©

Average views/month:

<rnn ANA https://www.protocols.io/welcome
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Organizations encouraging use of protocols.io @

. A e
Journals & Publishers NAAGR '@.. G ¢ A ‘/“\V\’ oLIFE
Recommending protocols.io on American Association Pl:és Sl g £ 2 -
manuscript submission for Cancer Research

500+ journals

Genetics Soclety of America

Funders s GORDON AND BETTY
X!
Requiring or recommending A, Lélnonage C MOORE m) w
< wellcome

protocols.io in grant Stand’. FOUNDATION
guidelines/policies

Institutions ONLVE,
UNIVERSITY Carnegie 24 N l"’.
o ®,
Campus licenses for more LIFORNIA Mellon ’; E ', II‘ FRED H UTSH + more
reproducible research and [CALIFORNIA/ University D <> & J¥;) CURES START HERE
IN®

publications.



protocols.io’'s business model @

“ c (ﬂ protocols.io/plans/academia (a] (‘() o ° “‘f“"i

P PubMed B3 Personal g9 Homepage 3 Console

protocols.io for Academia

Public methods are always free to read and publish on protocols.io.

Public sharing

Ideal for publishing protocols

FREE (Open Access):

Open Research FREE
e Unlimited public protocols
e oo st e Unlimited public workspaces
— e DOI (Digital Object Identifier) for each
vlrtad bl Proocks @ protocols

Unlimited public workspaces . Long term preservation and mirroring

Hinlimited nuhlic varcinne and farke




protocols.io’'s business model

- c (B protocols.io/plans/academia (a] (’() o ° '_ Update
P PubMed B3 Personal g9 Homepage 3 Console

protocols.io for Academia

Public methods are always free to read and publish on protocols.io.

Private sharing Institutional

Ideal for private collaboration deal for organizations and institutions

22 protocols.io $15.99

PREM'UM s PREMIUM institutional
Private protocols

Private workspaces

Training

I m po rt S e rvi Ce* *% Everything in "Open Research® plus: Premium accounts for students and

staff, plus:

Save 20% when billed annually

Private and secure workspace

Dedicated account & customer @
service manager



protocols.io/plans/academia

“ c (ﬁ protocols.io/plans/academia (a] {‘() o ° '_ Update

P PubMed B3 Personal g9 Homepage 3 Console

protocols.io for Academia

Public methods are always free to read and publish on protocols.io.

Public sharing Private sharing Institutional

Ideal for publishing protocols Ideal for private collaboration Ideal for organizations and institutions

Open Research FREE %8 protocols.io $15.99

PREM'UM s PREMIUM institutional

The protocols.io platform will Save 20% when billed annually
always be free for published
protocols.
GET STARTED CONTACT SALES
Unlimited Public Protocols ® Everything in "Open Research’ plus: Premium accounts for students and
staff, plus:
Unlimited public workspaces Private and secure workspace
Dedicated account & customer @

linlimited nuhliec varcinne and farke service manager




protocols.io/institutions

Check If Your Organization Already Has Premium Access

Select organization ,J

Select organization

B érita Universidad Autd de Puebla

Camegie Mellon University

L O | Centers for Disease Control and Prevention
|
City of Hope National Medical Center @

v Increase rigor and reproducibility

v Researcher credit via citability of methods
v Guaranteed stewardship of research outputs
v Portable teaching infrastructure for all phases of

learning and research

Learn More About Institutional Plans (=) y




Protocol Import Service @

Protocol Entry

Starting at $50.00 1. Send us your protocol.
Enter Code
+ / .
2. We import and format your
Donit have a file? Attach  link p rotoco I .

View: What to include in the PDF of your protocol

View: How to make your protocol more reproducible, discoverable, and user-

1. You review the digitized protocol.
(T . .
m————— - 1. Publish at any time.

https:;//www.protocols.io/we-enter-protocols
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Case study: New England Biolabs @

e protocols.io and core facilities
o Methods
o Equipment



Case study: New England Biolabs

H New England Biolabs (NEB) @ @ = ‘
L IO TS Ak s [LWNNH 3 -rm s N [ -] 3 H orY™ -

Timeline About Publications f[Jd Members {fJ Discussions EX)

Q

June 10, 2022

e Lenny Teytelman

May 17, 2022

Comment on Step 1 of Making your own electrocompetent cells
Please note: this protocol is deprecated.

e Lenny Teytelman

May 17, 2022




Case study: New England Biolabs

@ Isabel Gautreau / Publications / NEBNext® Ultra™ DNA Library Prep Protocol for lllumina® (E7370) Q @ Q

2 ® NEBNext® Ultra™ DNA Library Prep Protocol for lllumina® &) §
(E7370) V.3 ~

New England Biolabs’
"New England Biolabs

I \

Version3 w
1 Works for me <« Share dx.doi.org/10.17504/protocols.io.jBepvSedvibz/v3
Apr 12, 2022
== Run New England Biolabs (NEB)
Tech. support phone: +° 7799 email

Bookmark

: e Isabel Gautreau C o (4]
New England Biolabs

¥ Copy / Fork

Steps  Guidelines Warnings Materials Forks Metadata Metrics

ABSTRACT

The NEBNext®Ultra™ DNA Library Prep Kit for lllumina®; i gents for preparation of libraries for next-
generation sequencing on the lllumina platform from 5 ng - 1 ug input DNA, in a streamlined workflow. Please
note that adaptors and primers are not included in the kit and are available separately.

Each kit p must pass rig quality control standards, and each set of reagents is functionally
validated together by construction and sequencing of a library on the lllumina sequencing platform.

For larger volume requirements, customized and bulk packaging is available by purchasing through the
OEMY/Bulks department at NEB. Please contact custom@neb.com for further information.

i NEBNext End Prep

Z 1 Add tha fallawi in a otarila nial fean tiha



Protocols for equipment

@ Daniel Vaulot / Publications / Microscope video recording

® Microscope video recording ~

Daniel Vaulot'
1Station Biologique, Roscoff, France

1 Works for me Share dx.doi.org/10.17504/protocols.io k2: W
Apr10,2019 % » a G
= Run Ecology of Marine Plankton (ECOMAP) team - Roscoff ~Roscoff Culture Collection
¥r Bookmark Daniel Vaulot 000
Station Biologique, Roscoff, France , Nanyang Technologica...
¢ Copy/ Fork X

Steps  Guidelines Metadata Metrics

ABSTRACT

Protocol to record videos on SBR Microscope

BEFORE STARTING

= Connect camera to microscope using C-mount connector
= Install Image Capture software on PC
= Connect USB cableto PC
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Workspaces for collaborations

of Single Nuclel ﬁ -
oo
Isolation of Single Nuclei ~ n 1 comment
R doch
@ Qs 000
&
Steps Abstract Metadata
Proparations b -
1 Prepare sch » dinthe section. Anita Brllochs
. Let's move this into the before starting section of the
Be sure to keep all solutions & On Ice . protoco
tsolating Nucle: [
m
/ 2 Add Q0.5 mi Buffer A to the tissue segments.
30m
Q 3 incubsteat £5°C for ©00:30:00 .

u Be sure 10 wear gloves and protective goggles.

otep Care




Workspaces for collaborations

Steps Description  Guidelines & Warnings  Materials VIEW SHARE <2 m All changes saved e
sICaE |

EDITINGSTEP1 w ~ Il + @ = WA DE [N

Baking the Banana Bread om

Pre-heat your oven to 160 C / 140 C fan / Gas mark 3

change materials text

O

change materials text

change materials text

»

History

Butter a 900g loaf tin and line with a strip of baking parchment paper. change materials text

change materials text
change materials text

change materials text

Beat w125 g softened butter with both sugars ( W75 g caster sugar &
sugar ) in a bowl with an electric whisk for & 00:05:00 until very fluffy.

¢
O
w»

change materials text

change materials text

4

Whisk the 3 eggs, 2 mashed ripe bananas and 50g natural yoghurt together in a separatf| change materials text

ok
O
S

Upgrade to see more

4

Whisk the egg/banana/yoghurt mix into the butter/sugar mix.

3.
O
»
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Published protocols are citable

pu— V&

COMMUNICATIONS

ARTICLE
DOL: 10.1038/441467-018-05347-6

Sensitive and pow:
using mcSCRB-se¢

Johannes W. Bagnoli® ', Christoph Zieg
Swati Parekh'?, Johanna Geuder', Ines F

OPEN

Single-cell RNA sequencing (scRNA-seq) has ¢

cellular ide ies and pi
ibility, and cost-efficiency can advance many r
based methods, single-cell RNA barcoding and
efficient. Here, we systematically evaluate exp
that adding polyethylene glycol considerably
synthesis. Furthermore, using Terra polymera
cDNA amplification that requires less sequenci
improvements to develop a scRNA-seq library |
(mcSCRB-seq), which we show to be one of th
seq methods to date.

/ mcSCRB-seq protocol

Motec uiw Crowseg
SCHE sen

Mar 19,2018

%= Run

¥r Bookmark

¥ Copy / Fork

Steps

Guidelines

® mcSCRB-seq protocol V.1 +

) Nature Communications

]

Johannes JWB Bagnoli', Christoph Ziegenhain', Aleksandar Janjic, Lucas Esteban Wange', Beate Vieth',
Swati Parekh', Johanna Geuder’, Ines Hellmann', Wolfgang Enard’

Ludwig L

1 Works for me of Share dx.dol.org/10.17504/protocols.lo.nrkdd4w

Human Cell Atlas Method Development Community

Aleksandar Janjic
et ©e
Materials Forks Metadata Metrics

ABSTRACT

Single-cell RNA sequencing (scRNA-seq) has emefged asa centnl ide method to
identities and p! Ci g its itivity, ity and cost-effi y can ady
many research questions. Among the ﬂexxble plalebased thod: 'SmgIeCell RNA ding and

Sequenclng (SCRB-seq) is one of the most sensitive and efficient ones. Here, we syslemancally evaluated

cellular

ditions of this p | and find that adding poly glycol
sensmvﬁy by g cDNA hesis. Furth using Terra poly ffici duetoa
more even cDNA amplification that req less seq g of libraries. We bined these and other

improvements to a new scRNA-seq library p 1 we call "molecul: ding SCRB-seq” (McSCRB-seq),
which we show to be the most sensitive and one of the most efficient and flexible scRNA-seq methods to date.
ATTACHMENTS

Q O

Iman, P, Smibert, P, PML&sum.lhwmw
i data across different conditions, technologaes. and species.
L 36, 411-420 (2018).
« Behjatl, S. SoupX removes ambient RNA contamination from
ingl cell RNA sequencing data. Preprint at hitpey/doi org/

' (2018).
[ H. & Jaenich, R Targeted matation of the DNA
1s¢ gene results in embryonic lethality. Cell 69, 915-926 (1992).
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QS Aleksandar Janjic / Publ| / mcSCRB-seq protocol Q &e =

® mcSCRB-seq protocol V.1 +

) Nature Communications

78\ 55,599 Views all versions

Johannes JWB Bagnoli', Christoph Ziegenhain', AleksandaglJanjic

v Swati Parekh', Johanna Geuder’, Ines Hellmann', Wolfgag Enard|
g (£} 156 (Exports)
Mar 19,2018 1 Works for me of Share dx.dol.org/ Y 17504/protod
5= Run
- Human Cell Atlas Method Development Commugffty 58 Steps (inClUdeS SUb‘StepS and Step cases)
.Aleksandav Janjic
¢ copy / Fork Ludwig: L
% 8 Bookmarks
Steps  Guidelines Materials Forks Metadata
ABSTRACT
Single-cell RNA sequencing (scRNA-seq) hay emerged as a centry ? 2 FOka

identities and processes. Consequently, impriil
many research questions. Among the flexible ja
Sequencing” (SCRB-seq) is one of the most se

xperi di of this p | and find
sensitivity by enhancing cDNA synthesis. Furthe
more even cDNA amplification that requires less sé&
improvements to a new scRNA-seq library protocol
which we show to be the most sensitive and one of t

ATTACHMENTS

ataddingpoy (. 38 Comments
B 8 Protocol run records

THIS PROTOCOL IS CITED IN THE FOLLOWING PUBLICATIONS:

Nature Communications:
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Lab Protocols in PLOS ONE

plosorg  create account  signin &9 JacopoNiceolo Cerasoni / jons / Stone Tools with Vector Art: The 'STIVA' Method Q 8=

PUBLISH ABOUT BROWSE SEARCH Q 2

PLOS ONE e

® Stone Tools lllustrations with Vector Art: The 'STIVA' Method V.2 ~
LIPLOS One +/ Peer-reviewed method

Jacopo Niccolo Cerasoni’
'Pan African Evolution Research Group, Max Planck Inatitute for the Science of Human History, Jena, Germany

& OoPENACCESS B PEERREVEWED Apr 18,2021 e i SRR TR alsh
R - cn N (B

/ ¥ Bookmark
Vectorial application for the illustration of archaeological e .. R aRaata
lithic artefacts using the “Stone Tools lllustrations with View
Vector Art” (STIVA) Method Steps  Guidelines Materials Forks Metadata  Metrics
Jacopo Niccold Cerasoni ()

ABSTRACT

Published: May 11, 2021 « https2//doi.org/10.1371/ournal. pone.0251466 Lithic illustrations are often used in scientific ions to efficiently the and

morphological characteristics of stone tools. They offer invaluable information and insights not only on how

stone raw materials were transformed into their final form, but also on the individuals that made them. Here, the
Article Authors Metrics “Stone Tools Hiustrations with Vector Art” (STIVA) Method is presented, which involves the illustration of lithic
artefacts using vectorial graphics software (Adobe® lllustrator®). This protocol follows an optimised step-by-
v “m step method, presenting ten major sections that th f a lithic

vectorial software configuration, scale, outline, scar borders, ripples, cortex, symbols, composition, and export.

This method has been developed to allow researchers, students and eate clear and
Abstract Abstract @ Check for updates for any from scientific to public outreach.
Introduction Lithic illustrations are often used in scientific 10 efficiently the e s
Materials and
Expectod rosy Vectorial application for the illustration of archaeological lithic artefacts using the “Stone Tools lllustrations with ... 1 Lock camera on a tripod (ideally use a macro lens with a focal length of between 90mm to 105mm) and
Jacopo Niccold Cerasoni Pace In/Roht Box (f avellebl):
Supporting inf}
Acknowledgm Materials and methods
AT 2 Place artefact flat onto the workspace.
) Abstract The p described in this peer-revk d article is published on p Is.io.
Reader Com kwoa dx.doi.org/10.17504/protocols.io.bubgnsmw and is included for printing S1 File with this article.
t i
bl 2.1 If the artefact does not sit flat due to its irregular shape, use an appropriate amount of modelling clay
and Expected results
Expected results While a variety of methods for lithic illustration already exist, with the application of the ‘STIVA'
Supporting information method it is expected that users will produce publishable and user-friendly illustrations without
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Every workspace has a private folder
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